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CURRENT RESEARCH ACTIVITIES:

We study the structure and function of proteins using structural biology methods such as protein crys-
tallography and small angle X-ray scattering (SAXS), bioinformatics analysis and molecular dynamics
simulations, as well as by functional assays both in vitro and in cell culture. We are especially interest-
ed in proteins for which little structural information is available, so that we can answer vital questions
about the activity and function of these proteins. Some of our interests include proteins working on
RNA, helical repeats, protein engineering and molecular diagnostics. We also use structural models
of proteins to elucidate the molecular mechanisms underlying selected human diseases or to aid drug
discovery. Through our findings and inventions, we would like to help combat infections or treat hu-
man inflammatory disorders.

Currently, our main research topics regard: (1) development of proteolysis-targeting compounds in
bacterial systems that can lead to novel antibiotics (2) complexes of human antiviral effectors from the
IFIT protein family and (3) mitochondrial post-transcriptional regulators from the FASTK protein family
(3). These projects are related to studies of innate immune and inflammatory processes and developing
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anti-inflammatory or antimicrobial agents. We also engineer proteins for biotechnology applications
and molecular diagnostics and we collaborate with the pharmaceutical industry.
More updates at https:/gorna.uw.edu.pl
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Fig. 1. Crystal structure of the human antiviral IFIT5 protein. Left, cartoon representation. Right, crosssection demonstrating that the dimensions
of the pocket enable selectivity for single-stranded RNA [4].
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